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REMARKS 

Claims 53-60 are pending in the application. The claims arc listed with corrected claim 
numbers, after renumbering in accordance with the replacement pages and Preliminary 
Amendment filed on July 15, 2002. 

Claims 53 and 58 have been rewritten in independent form incorporating the subject 
matter of claim 1, which has been canceled. 

Claims 53 and 55-58 were rejected under 35 USC 112, second paragraph, because the 
term "slide clement" was considered indefinite. Claims 53 and 58 have been amended to replace 
"slide element" with "slide," as recommended in the Office Action. For example, FIG. 1 depicts 
an open substrate platform comprising a slide (see, e.g., page 14, lines 1 1-13 of specification). It 
is believed that the above amendments overcome the rejection under 35 USC 112, second 
paragraph. Withdrawal of the rejection is respectfully requested. 

Applicants' claimed invention is directed to a method for identifying a nucleic acid 
sequence or polypeptide capable of binding to a biomoleculc. For example, claim 53 recites a 
step of immobilizing each nucleic acid sequence onto an open substrate platform, where the open 
substrate platform comprises a slide having a top surface containing one or more depressions 
with a defined area for sample analysis, a bottom surface containing one or more opposing 
depressions, and at least one set of paired finger indentations for removing the slide from a fiat 
surface. Claim 53 further recites steps of: optionally washing the substrate platform to remove 
contaminants; incubating the immobilized nucleic acid sequences with a biomolccule under 
conditions that are conducive to specific interaction between the biomolecule and the nucleic 
acid sequences; optionally washing the substrate platform to remove any non-spccifically bound 
biomoleculcs; and detecting the location of the nucleic acid sequences which bound to the 
biomolecule (sec, e.g., specification at page 35, lines 1 1-20). 

Applicants' claimed invention can provide significant advantages. Because the claimed 
method incorporates an open substrate platform (or slide), and the slide can be dimensioned to fit 
any instrument or device adapted to receive a standard microscope slide, the Applicants' 
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invention provides a convenient method for identifying a nucleic acid sequence or polypeptide 
capable of binding to a biomolccule. The open substrate platform or slide can be used to 
determine the sequence of an unknown nucleic acid or to analyze gene expression patterns from 
a particular species, tissue, or cell type (sec page 35, lines 22-25). 

Claims 53 and 55-59 were rejected under 35 USC 102(e) as being anticipated by U.S. 
Patent 6,083,763 to Balch, This rejection is respectfully traversed. 

Balch fails to teach or suggest the "immobilizing" step recited in claims 53 and 58, which 
utilizes an open substrate platform comprising a slide. As amended, claims 53 and 58 
specifically require the use of a slide, preferably one that is dimensioned to fit into any 
instrument or device capable of receiving a standard microscope slide (see page 12, lines 12-13). 

Balch is directed to a method and apparatus for analyzing molecular structures using 
multiplexed arrays, where high throughp ut is a requirement (see column 4, lines 53-5S of Balch). 
To test a large number of samples, 96 well plates can be arranged in a four by four (4x4) matrix 
to perform 1536 simultaneous tests, or 15x15 arrays can be provided to perform 21,600 
simultaneous tests (sec column 4, lines 40-52). The multiplexed system of Balch is designed to 
perform a large number of tests simultaneously, preferably involving the use of automation (see 
column 6, lines 1-35). Although conventional microscope slides clearly were known at the time 
of Balch's invention, Balch specifically requires a high throughput system (e.g., using 96 well 
plates), and thus the use of standard slides would not be acceptable. 

The Applicants' claimed invention teaches a method of identifying a nucleic acid 
sequence or polypeptide capable of binding to a biomolccule, including an "immobilizing" step 
which is carried out using a slide having opposing lop and bottom surfaces, the top surface 
containing one or more depressions with a defined area for sample analysis, and where the 
bottom surface of the slide contains finger indentations for removing the slide from a flat surface. 
No such slide is taught or suggested in Balch . and indeed the use of a slide in Balch would render 
the high throughput system of Balch incapable of functioning properly. 
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For at least the reasons discussed above, Balch does not anticipate or otherwise render 
obvious the Applicants' claimed invention, 

It is believed that the claims are in condition for immediate allowance, which action is 
earnestly solicited. 

Applicants believe that additional fees are not required for consideration of the within 
response. However, if for any reason a fee is required, a fee paid is inadequate or credit is owed 
for any excess fee paid, the Commissioner is hereby authorized and requested to charge Deposit 
Account No. 04-1105. 


Respectfully submitted, 



EDWARDS & ANGELL, LLP 


Date: February 24, 2004 


By: 


Steven M. Jtensen 
(Reg. No. 42,693) 


P.O. Box 55874 
Boston, MA 02205 


Phone: (617)439-4444 


Customer No. 21874 
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